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CR; complete response, R; relapse, BMT; bone marrow transplantation, FLT3; Fms—like tyrosine kinase 3, KIT;
KIT proto—oncogene, receptor tyrosine kinase, ABL1; ABL proto—oncogene 1, non—receptor tyrosine kinase.
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STR-PCR; short tandem repeat polymerase chain reaction, AS—qPCR; allele specific quantitative polymerase chain reaction.
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